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2 get_gcta_binary

get_bcftools_binary Find binary for bcftools

Description

Find binary for bcftools

Usage

get_bcftools_binary()

Value

Path to bcftools

Examples

if (Sys.info()[["sysname”]] != "Windows") get_bcftools_binary()

get_gcta_binary Find binary for gcta

Description

Find binary for gcta

Usage

get_gcta_binary()

Value

path to gcta

Examples

get_gcta_binary()



get_plink_binary

get_plink_binary

Find binary for plink

Description

Find binary for plink

Usage

get_plink_binary()

Value

Path to plink

Examples

get_plink_binary()
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